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Conference Proceedings

• A. Ogilvy, S. Collins, W. Hare, M. Hilts, T. Tuokko, R. Deardon & A. Jirasek. “Optimization of solid
tank design for fan-beam optical CT based 3D radiation dosimetry.” Submitted to the International
Conference on 3D and Advanced Dosimetry (IC3DDose), Quebec City, Canada.

• M. Aghajanpoorpasha & R. Deardon (2019) “On Minimum Cost Non-Uniform Sampling Schemes for
Optimal Design of Control Charts: Application to X and T 2 Control Charts” Fourth North American
International Conference on Industrial Engineering and Operations Management (IEOM).

• P.E. Caines, R. Deardon & H. P. Wynn (2002) “Conditional independence and general factorisa-
tions in times series graphical models” in the 2002 Proceedings of the American Statistical Association,
Physical and Engineering Sciences Section [CD-ROM], Alexandria, VA: American Statistical Associ-
ation.

Published Letters

• M. J. Keeling, M. J. Tildesley, N. J. Savill, M. E. J. Woolhouse, D. J. Shaw, R. Deardon, S. P. Brooks,
& B. T. Grenfell (2007), “Veterinary epidemiology: Vaccination strategies for foot-and-mouth disease”
(reply to Brief Communication Arising by Kitching et al.) in Nature, 445, E12-E13, 8 February 2007.

• M. J. Keeling, M. J. Tildesley, N. J. Savill, M. E. J. Woolhouse, D. J. Shaw, R. Deardon, S. P.
Brooks, & B. T. Grenfell (2006), response to letter, “FMD control strategies” by Wingfield, Miller &
Honhold in The Veterinary Record, May 20, 2006. (Funded by: Wellcome Trust, UK).

Technical & Other Reports

• M. Lewis, P. Brown, C. Colijn, L. Cowen, C. Cotton, T. Day, R. Deardon, D. Earn, D. Haskell, J. Hef-
fernan, P. Leighton, K. Murty, S. Otto, E. Rafferty, C. Hughes Tuohy, J. Wu & H. Zhu (2023) “Charting
a future for emerging infectious disease modelling in Canada.” http://hdl.handle.net/1828/15042

• R. Deardon & S. P. Brooks (2007) “Bayesian modelling of the spatio-temporal dynamics of large-scale
epidemics,” technical report, Statistical Series #2007-312, Department of Mathematics & Statistics,
University of Guelph.

• P.E. Caines, R. Deardon & H. P. Wynn (2007) “Algebraic Methods for Conditional Independence in
Time Series Graphical Models,” technical report, Statistical Series #2007-313, Department of Math-
ematics & Statistics, University of Guelph.

Software

• C. Ward, R. Deardon & A. Schmidt (2023) “epidemicBCM: Bayesian modelling of dynamic be-
havioural change during an epidemic”

– Github Repository (R Nimble): https://github.com/ceward18/epidemicBCM

• W. Almutiry, V. Warriyar & R. Deardon (2019) EpiILMCT: Continuous Time Individual-Level
Models of Infectious Disease.

– CRAN Webpage: https://cran.r-project.org/web/packages/EpiILMCT/index.html

– Github Repository: https://waleedalmutiry.github.io/EpiILMCT/

• J. Angevaare, R. Deardon, Z. Feng (2017) PhyloTrees.jl: Phylogenetic trees in Julia.
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– Github repository (Julia): https://github.com/jangevaare/PhyloTrees.jl

• J. Angevaare, R. Deardon, Z. Feng (2017) SubstitutionModels.jl: Biological Sequence Substitution
Models for Julia.

– Github repository (Julia). https://github.com/BioJulia/SubstitutionModels.jl

• V. Warriyar & R. Deardon (2017) EpiILM: Spatial and Network Based Individual Level Models
for Epidemics (R Package).

– CRAN Webpage: https://CRAN.R-project.org/package=EpiILM

• J. Angevaare, R. Deardon, Z. Feng (2016) Pathogen.jl: Simulation and inference tools for phylo-
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